X-ray Crystallographic Study of compound (6).
A single crystal X-ray diffraction study was conducted on (E)-6-(4-acetoxy-6-methoxy-7-methyl-3-oxo-1,3-dihydroisobenzofuran-5-yl)-4-methylhex-4-enoic acid. Colorless plates were obtained with the slow evaporation of a solution in methanol. A single crystal, approximate dimensions, 0.05 × 0.13× 0.23 mm, was used for data collection on a Bruker Smart Apex II system, using CuKα radiation with a graphite monochromator, fine-focus sealed tube. The crystal was kept at 100 K under a stream of cooled nitrogen gas from a KRYO-FLEX low temperature device. . Data collection, indexing and initial cell refinements were all carried out using APEX II software [1] . All non-hydrogen atoms were located in the difference electron density maps.
Anisotropic displacement parameters were included in the refinement for all non-hydrogen atoms.
The final cell parameters were determined from least-squares refinement on 2982 reflections, with Rint = 0.0396, and wR(F 2 ) = 0.1243, and GooF = 1.089. The crystal was stabilized by two major interactions: carboxylic acid of two adjacent molecules formed an intermolecular H-bonded network (O7-H7…O6: 2.645(2)Å) which formed a six-membered ring; isobenzofuran ring is a planer structure and they packed in layers in the crystal. Face to face π-π stacking interactions was found between these layers.
The structure was solved and refined using the Bruker SHELXTL Software Package [2].
The largest peak in the final difference electron density synthesis was 0. 
